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Af^NpMVNTS T H T^HE CLAIMS 

This listing of claims will replace all prior versions, and listings, of claims in the 
application: 

Lfettij ff of Claims 

1. (Cancelled) 

2. (Currently Amended) A method for identifying a compound which modulates 
interaction or binding between p21 and cyclin Dl, the method including: 

(a) bringing into contact a first substance comprising a peptide fragment of 40 amino 
acids or less of p2l, the peptide fragment comprising an amino acid sequence selected from th« 
group consisting of: 

KACRRLFGPVDS£QLSRDCD (peptide 2) (SEQ ID NO:2); 

KRRQTSMTDFYHSKRRL1FS (peptide 10) (SEQ ID NO: 10), wherein the amino acui D 
may be replaced by any amino acid; 

KKRQTSATDF YHSKRRUFS (SEQ IP NO:28); 

TSMTDFYHSKRRLIFSKRKP (peptide 1 1) (SEQ ID NO:l 1); and 

KRRUFSK (SEQ ID NO;23), wherein K, R, I or S may be replaced by any amino acid; 
with a second substance comprising cyclin Dl or a fragment thereof, and a test compound, w.der 
conditions wherein, in the absence of the test compound being an inhibitor of interaction or 
binding of said first and second substances, said first substance and said second substance 
i nteract or bind; and 

(b) determining tateraettejfre* binding between said first substance and said second 
substance. 

3, (Currently Amended) The method according to claim 44 w4£or_58^wheidn the 
peptide fragment of p21 comprises the amino acid sequence of peptide 4 (SEQ ID NO: A ). 

4. (Currently Amended) The method according to claim 2- 44. Ofr45 or 57-59- wheiein 
the peptide fragment of p2l comprises the amino acid sequence of peptide 10 (SEQ ID NO: 10), 
wherein the amino acid D jofiidaoh as been replaced by any amino acid. 
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5. (Currently Amended) The method according to claim 2, 45, $7 < y ?9, , wherein the 
peptide fragment of P 2l comprises the amino acid sequence of peptide 2 (SEQ ID NO:2). 

6. (Currently Amended) The method according to claim 2, 44* eg^S. QT 57-59, wherein 
the peptide fragment of p21 comprises the amino acid sequence KRRLIFSK (SEQ ID NO: 23). 
wherein at least one of the amino acid residue selected from the group consisting of R and I ha;> 
been replaced by any amino acid. 

7. (Currently Amended) The method according to claim 2. 44, 45 or 57-59, wherein the 
peptide fragment of p21 comprises the amino acid sequence of peptide 10 (SEQ ID MO:10). 

&, (QiTTrmly AmmrM) TV "fKtW according to claim 2, 44. 45 or 57-59, wherein tke 
peptide fragment of p21 comprises the amino acid sequence KRRLIFSK (SEQ ID NO:23). 

9. (Currently Amended) The method according to claim 2 . 44. 45 or 57-59, wherein tue 
peptide fragment of p21 comprises the amino acid sequence of peptide 1 i (SEQ ID NO:i 1). 

10. (Currently Amended) The method according to claim 2, 44, w45 , or 57-59. further 
comprising testing the ability of the compound to modulate a p21- mediated effect on Cdk4 
activity. 

1 1 . (Previously Presented) The method according to claim 10 wherein RB 
phosphorylation is tested. 

12. (Currently Amended) The method according to claim 2, 44, ee45 , or 57-59 whdein 
induction of Gl cell-cycle arrest is tested. 

13 -16 (Canceled) 

17. (Currently Amended) A method comprising obtaining a compound which modulates 
the interaction or binding between p2i and cyclin Dl in accordance with claim 2 or 57, farmer 
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comprising 
component 



formulating the compound into a composition including at least one additional 



18-43 (Canceled) 

44. (Currently Amended) A method for identifying a compound which modulates 
j atoraotion^r binding between p2l and Cdk4, the method including: 

(a) bunging imo contact a first substance which comprises a peptide fragment of 40 
ammo acids or less of p2 U the peptide fragment comprising an amino acid sequence selected 
from the group consisting of: 

RERWNFDFVTETPLEGDFAW (peptide 4) (SEQ ID NO:4); 

KACRRLFCPVDSEQLSRDCD (p oprido 2) (S E Q ID N O: 2); 

KRRQTSMTDFYHSKRRL1FS (peptide 10) (SEQ ID NO. 10), wherein D may be 

replaced by any amino acid; 

KRRQTSATDFYHSKRRLIFS (SEQ ID MO:28); 

TSMTDFYHSKRRUFSKRKP (peptide il) (SEQ ID NO:li); and 

KRRUFSK ISEQ ID NO:23), wherein K, % I or S may be replaced by any amino acd, 
with a second substance comprising Cdk4 or a fragment thereof, and a test compound, under 
conditions wherein, in the absence of the test compound being an inhibitor of interofltion or- 
binding of said first and second substances, said first substance and said second substance 
interact- or bind; and 

(b) determining inwaorion or binding between said first substance and said second 
substance. 



45. (Currently Amended) A method for identifying a compound which modulates 
interaction or binding between p21, cyclin Dl and Cdk4, the method including: 

(a) bringing into contact a first substance which comprises a peptide fragment of 40 an.ino 
acids or less of p2l T the peptide fragment comprising an amino acid sequence selected torn 
the group consisting of: 

KACRRLFGPVDSEQLSRDCD (peptide 2) (SEQ ID NO:2); 
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KRRQTSMTDFYHSKRRLIFS (peptide 10) (SEQ ID NO:10), wherein D may be 

replaced by any amino acid; 

KWIQTSATDFYHSKRRLJFS (SEQ ID NO;28); 

TSMTDf YHSKRRLIFSKRKP (peptide 11) (SEQ ID NO:l 1); and 

KRRUFSK (SEQ ID NO:23), wherein K, R. I or S may be replaced by any amino acid, 
with a second substance comprising cyclin Dl or a fragment thereof, apA-a tfrird substance 
comprising C dR4 or a fragment thereof, and a test compound, under conditions wherein, in the 
absence of the test compound being an inhibitor of intwootion or binding of said first, asd 
second and third s ubstances, said first, su b stanc e - rod aaid second and third substances intera ct 
biod; and 

(b) determining interaction or binding between said firsts fit ibotanoo and fluid - second and 
third subsianceg. 



46. (Currently Amended) A meihod comprising obtaining a compound which modulaies 
the in t omotion or binding between p21 and Cdk4 in accordance with claim 4 4 or 58, further 
comprising formulating the compound into a composition including at least one additional 
component. 

47. (Currently Amended) A method comprising obtaining a compound which modulates 
the intomotion or binding between p21, cyclin Dl and Cdk4 in accordance with claim 45 or 
further comprising formulating the compound into a composition including at least one 
additional component. 

48-50 (Canceled) 

5 1 . (Currently Amended) The method of claim 2 t 44, 4? or 57-59, wherein the peptide 
fragment of p2l is about 40 amino acids or less. 

52. (Currently Amended) The method of claim 2 . 44. 45 or 57-59, wherein the pepriile 
fragment of p21 is about 35 amino acids or less. 
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53. (Currently Amended) TV method of claim 2 44 , 45 o r 57-59, wherein the peptide 
fragment of p21 is about 30 amino acids ot leas, 

54. (Currently Amended)!!* method of claim 2 . 44, 45 or 57- ^ wherein the peptide 
fragment of p21 is about 25 amino acids or less. 

55. (Currently Amended) The method of claim 2, 4^ 45 ^ 57 59, wherein the peptide 
fragment of p2l is about 20 amino acids or less. 

56. (Currently Amended) The method of claim 2, 44,45 qr 57-?9 7 wherein the peptide 
fragment of p21 is about 1 0 amino acids or less. 

57. (Currently Amended) A method for identifying a compound which modulates 
interaction or binding between p21 and cydin Dl, the method including: 

(a) bringing into contact a peptide fragment of 40 amino acids or less otp2l, the peptide 
fragment comprising an amino acid sequence selected from the group consisting of: 

KACRRLf GPVDSEQLSRDCO (peptide 2) (SEQ ID NO:2); 

KRRQTSMTDFYHSKRRLIFS (peptide 1 0) (SEQ 10 NO; 1 0), wherein D may be 

replaced by any amino acid; , 

KRRQTS ATDF YHSKRRLIFS (SEQ ID NO:28); 

TSMTDFYHSKRRL1FSKRKP (peptide 1 1) (SEQ IDNO:ll); and 

KRRLIFSK (SEQ ID NO:23), wherein K, R, I or S may be replaced by any amino acid, 
with cyclin D 1 and a test compound under conditions wherein in the absence of the test 
compound said peptide fragment and cyclin Dl interact or bind; and 

(b) determining mtomotipn or binding between said peptide fragment or derivative ai 4 
cyclin Dl in the presence of said test compound. 

58. (Currently Amended) A method for identifying a compound which modulates interaaion 
or binding between p21 and Cdk4, the method including: 

(a) bringing into coniact a peptide fragment of 40 amino acids or less of p21, the 
peptide fragment comprising an amino acid sequence selected from the group consisting of 



PAGE 11/14 ' RCVDAT 8/6/20M 12:26:11 PM [Eastern Daylight Time] * SVR:USPT0-EFXRF-1/2 * DNIS:872930S * CSID:6177424214 * DURATION (mnB$):0W6 



Aug-06-04 10:30 FronHAHlVE 4 COCKFIELD, UP 



6177424214 



7-423 P. 12/14 F-BOZ 



Application**,: 09/180269 No, CC1-007USRCJ I 

^pPWNFDFVTETPI f^pFAW (pemte 4) (SFQ IP NQ:4fe 
I ^ ACRRLF G PVDSEQLSRPCP (poprido 2) ( E EQ IDNQ:^ 
KRUQTSMTDFYHSKRRLIFS (peptide 10) (SEQ ID NO: JO), wherein P may be 

replaced by any amino acid; 

KRRQTS ATDFYHSKRRLIFS (SEQ ID NO:28); 

TSMTDFYHSKRRLIFSKRJCP (peptide 1 1) (SEQ ID NO: 1 1); and 

KRRLIFSK (SEQ ID NO:23), wherein K, R, I or S may be replaced by any amino acid 
with Cdk4 and a Test compound under conditions wherein in the absence of the test compound 
said fragment and Cdk4 interact - or bind; and 

(b) determining interaction or b inding between said pepiide^ftagment or derivative and 
Cdk4 in the presence of said test compound. 

59. (Currently Amended) A method for identifying a compound which modulates 
raoniouoa of binding between p21 , cyclin Dl and Cdk4, the method including: 

(a) bringing into contact a peptide fragment of 40 ammo acids or less of p2 1 , the peptide 
fragment comprising an amino acid sequence selected from the group consisting of: 

KACRRJ-FGPVDSEQLSRDCD (peptide 2) (SEQ ID NO:2); 

KRRQTSMTDFYHSKRRLIFS (peptide 10) (SBQ ID NO:10), wherein P may be 

replaced by any amino acid; 

KRRQTSATDFYHSKRRtlFS (SFQIDNO:28); 

TSMTDFYHSKRRLIFSKRKP (peptide U) (SEQ ID NOzll); and 

KRRLIFSK (SEQ ID NO:23), wherein K, R, I or S may be replaced by any amino at id, 
with a cyclin Dl, CdK4 and a test compound under conditions wherein in the absence of the icst 
compound said peptide fragment, cyclin Dl and Cdk4 interact or bind; and 

(b) determining int e raction of binding between said peptide fragment or derivative, 
cyclin Dl and Cdk4 in the presence of the test compound, 

60. (New) The method according to claim 4» wherein the amino acid D has been 
replaced by A. 
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